accession no. U00096.3). The insertion disrupts the yegE gene and is accompanied by a 5-bp target site duplication, as is characteristic of phage Mu.
The recycling of aph from Tn903-housed in a different scaffold-into the environment via gut bacteria is an iatrogenic contribution to the evolution of mobile resistance determinants. While dedicated-purpose genetic constructs are often stripped down to "bare bones" and unable to easily propagate or relocate themselves, once integrated into a bacterial genome, such elements could replicate with the chromosome and be maintained. They might also become mobile if missing functions are provided in trans by indigenous wild-type elements in their host. Where a part of the construct may confer a selective advantage, e.g., aph, even minimal elements have the potential to persist and become part of the environmental resistome.
The presence of a synthetic transposon in an environmental data set is a cautionary reminder. Researchers have the responsibility not only to monitor but also to reduce proliferation of antibiotic resistance, and both designers and users have opportunities for updating and safeguarding communal tools involving resistance genes.
